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Input Analysis files :
. Amplicon type: 165/185 ODB-ASAP: « Project info Generation
* Primer sequences Amplicon + Sample info & total of ASV DB &
+ Related information Sequence abundance - value-added ODB ASV
» SRA BioProject data or . * ASV tabl Database
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Pipeline * Sequence — (JSON files)
* Predicted taxon -
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HTML reports
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* Biodiversity
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BEEN - @ - DWERSEMA JSON &1 - EAE MongoDB EitlE (ME—) -

(a) FAImEBEZIR (b) Krona E@J_t/\-%ﬁﬂ&

ODB eDNA Database> Microbiome amplicon> Analysis report: PRINA378895

|58

Classifing ASVs taxonomically &

(c) tbiﬁ?*lﬁﬁéﬁﬁiﬂﬁﬁﬁi EETois

(e) Faith PD group significance (f) Beta diversity: UMAP

ODB eDNA Database> Microbiome amplicon> Analysis report: PRINA378895 ODB eDNA Database> Microbiome amplicon> Analysis report: PRINA378895

Analysis reports . ) N Analysis reports
Alpha Diversity Boxplots
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Kruskal-Wallis (all groups)
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BEREY D ER (taxonomy) ZMEE D BE T ELBKMENEREREZSH I - DIFE
& 7748 (taxonomy) B X8l - BEBKUMEMHEE ZE (relative abundance) FIE 3R 7
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Mg R AGETHREEENZIREE - BUAAZIR 7 28pREEXN E - Uek -
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iR PR EEE(E AR TRSBERNAEREEERSH - LA oI RALMUFAS EAR
MAELMEEER - EEARAa MERNEREEBIEERIEER (shotgun metagenomic
sequencing) Bl - RMEZELTEBS AN FMENERERFIERE - BATZHAILE
EEBEAED  BASEEZ LR

//_\ Web service: Web page
v Biogeographical » Select dataset, depth

ODBASV | distribution of » Select a taxon or group
Database group-wise - Browsing mode:
(MongoDB) relative abundance - Grouping mode:

\_}/ (v1: group by taxa)
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